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L-Phenylalanine 30000 1.0 billion 62 g/L (E. coli) [6]
L-Tryptophan 14000 150 million 49 g/L (E. coli) [7], [8]

L-Tyrosine 200 50 million 55 g/L (E. coli) [9]
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175 g/L
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